

ATTACHMENT A 
Amendments to the Specification 

At the following locations, a marked up copy of the replaced paragraph is provided. 



Page 34, lines 2-5. ' 




DNA SEQ ID NO:5 

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAG 

GTCACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGA 

ACTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTACTGATCT 

ACTGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGA 

TCTGGGACAGATTTTACTCTTACCATCAACAGTGTACAAGCTGAAGACCTGGCA 

GTTTATTACTGTCATCAATACCTCTCCTCGCACACGTTCGGAGGGGGGACCAAG 

CTGGAAATAAAA 




Page 34) lines 9-12. 




AMINO ACID SEQ ID N0:6 

NIMMTQSPSSLAVSAGEKVTMSC KSSQSVLYSSNQKNYLAW YQQKPGQSPkLLlY 
^^ WASTRES GVPDRFTGSGSGTDFTLTINSVQAEDLAVYYC HQYLSSHT FGGGTKLEI 




Page 34, lines 18-25. 





DNA SEQ ID NO:7 

CAGGTGCATCTGAAGGAGTCAGGACCTGGCCTGGTGGCACCCTCACAGAGCCT 

GTCCATCACATGCACTGTCTCTGGATTCTCATTATCCAGATATAATATACACTGG 

GTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAATGATATGGGGTG 

GTGAAAACACAGACTATAATTCAGCTCTCAAATCCAGACTGAGCATCAGCAAGG 

ACAACTCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAACTGATGACAC 

AGCCATGTACTACTGTGCCAGCGCCTACTATGGTAACTCCTGGTTTGCTTACTG 

GGGCCAGGGGACTCTGGTCACTGTCTCTGCA 



Page 34, lines 27-29. 




Bi I QVHLKESGPGLVAPSQSLSITCTVSGFSLS RYNIHW VRQPPGKGLEWLG MIWGGE 
*T NTDYNSALKS RLSISKDNSKSQVFLKMNSLQTDDTAMYYCAS AYYGNSWFAYW GQ 
/ GTLVTVSA 



Page 35, lines 20-27. 





DNA SEQ IDNO:9 

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAG 
TCACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGA 



ACTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCT 
ACTGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGA 
TCTGGGACAGATTTTACTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGCA 
GTTTATTACTGTCATCAATACCTCTCCTCGTACACGTTCGGAGG G GG G ACCAAG 
TGGAAATAAAA 



AMINO ACID SEQ ID NO:10 

NIMMTQSPSSLAVSAGEKVTMSCKSSQSVLYSSNQKNYLAWYQQKPGQSPKLLIY 



WASTRESGVPDRFTGSGSGTDFTLTISSVQAEDLAVYYCHQYLSSYTFGGGTKLEI 



Page 35, line 37- page 36, line 5. 
DNASEQ IDNO:11 

CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCACCCTCACAGAGCC 

TGTCCATCACATGCGCTATCTCTGGGTTCTCATTATCCAGATATAGTGTACACTG 

GGTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAATGATATGGGGT 

GGTGGAAACACAGACTATAATTCAGCTCTCAAATCCAGACTGAGCATCAGCAAG 

GACAACTCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAACTGATGAC 

ACAGCCATGTATTACTGTGCCAGAAAAGGGGAATTCTACTATGGTTACGACGGG 

TTTGTTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA 



QVQLKESGPGLVAPSQSLSITCAISGFSLSRYSVHWVRQPPGKGLEWLGMIWGGG 



NTDYNSALKSRLSISKDNSKSQVFLKMNSLQTDDTAMYYCARKGEFYYGYDGFVY 



AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAG 
GTCACTATGAGCTGTAGGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGA 
ACTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTACACTGCTGATCT 
ACTGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGA 
TCTGGGACAGATTTTACTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGCA 
GTTTATTACTGTCATCAATACCTCTCCTCGTACACGTTCGGAGGGGGGACCAAG 
CTG G AAATAAAA 



Page 37, line 17-22. 






AMINO ACID SEQ ID NO:12 



35-220VLD-4 (variable light sequence DNA SEQ ID NO: 13) 



marked specification paragraphs 



35-220VLD-4 (variable light sequence AMINO ACID SEQ ID NO:14) 



NIMMTQSPSSLAVSAGEKVTMSC RSSQSVLY 
SSNQKNYLA WYQQKPGQSPTLLIY W A S T R E 
SGVPDRFTGSGSGTDFTLTISSVQAEDLAVY 
Y C HQYLSSYT FGGGTKLEIK 




35-220VHC-1 (variable heavy sequence DN ASEQ ID NO: 15) 



CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCACCCTCACAGAGCC 

TGTCCATCACATGCACTGTCTCTGGGTTCTCATTATCCAGATATAGTGTACACTG 

GGTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAATGATATGGGGT 

GGTGGAAACACAGACTATAATTCAGCTCTCAAATCCAGACTGAGCATCACCAAG 

GACAACTCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAACTGATGAC 

ACAGCCATGTACTACTGTGCCACCGCCTACTATGGTAACTCCTGGTTTGCTTAC 

TGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA 



Page 37, lines 38-43. ^) 
35-220VHC-1 (variable heavy sequence AMINO ACID SEQ ID NO: 16) 



QVQLKESGPGLVAPSQSLSITCTVSGFSLSR 

Y S V H WVRQPPGKGLEWLG MIWGGGNTDYNS 
A L K S RLSITKDNSKSQVFLKMNSLQTDDTAM 

Y Y C A T AYYGNSWFAY WGQGTLVTVSA 




35-006VLD-1 (variable light sequence AMINO ACID SEQ ID NO:22) 



NIMMTQSPSSLAVSAGEKVTMSC KSSQSVLY 
SSNQKNYLA WYQQKPGQSPKLLIY W A S T R E 
S_G VPDRFTGSGSGTDFTLTISSVQAEDLAVY 
C C HQYLSSYT FGGGTELEIK 



Page 39, lines 19-27. 



35-006VHC-1 (variable heavy sequence DNA SEQ ID NO:23) 



C AGGTG CAG CTG AAG G AGTCAGG ACCTGG CCTGGTGG C ACCCTC ACAGAGCC 
TGTCCATCACATGCACTGTCTCTGGGTTCTCATTATCCAGATATAGTGTACACTG 
GGTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAATGATATGGGGT 
GGTGGAAGCACAGACTATAATTCAGCTCTCAAATCCAGACTGAACATCAGCAAG 

' - 3 - marked specification paragraphs 





GACAACTCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAACTGATGAC 
ACAGCCATGTACTACTGTGCCAGAAGGCTCTGGTACTTCGATGTCTGGGGCGC 
fAGGGACCACGGTCACCGTCTCCTCA — 






35-006VHC>l (variable heavy sequence AMINO ACID SEQ ID NO:24) 

V 

QVQLKESGPGLVAPSQSLSITCTVSGFSLSR 
Y S V H W VRQPPGKGLEWLG MIWGGGSTDYNS 
A L K S RLNISKDNSKSQVFLKMNSLQTDDTAM 
YYCARRLWYFDVWGAGTTVTVSS 




12-9VL-Hu (humanized variable light sequence DN A SEQ ID NO:17 humanized 
12-9) 

GACATTGTGATGACACAGTCGCCAGACTCTCTGGCTGTGTCTCTGGGAGAAAG 

GGTCACTATGAACTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAG 

AACTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATC 

TACTGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCAGCGGCAGTGG 

ATCTGGGACAGATTTTACTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGC 

AGTTTATTACTGTCATCAATACCTCTCCTCGTACACGTTCGGAGGGGGGACCAA 

GCTGGAAATAAAA 




12-9VL-Hu (humanized variable light sequence AMINO ACID SEQ ID NO:18. 
humanized 12-9) 

DIVMTQSPDSLAVSLGERVTMNC KSSQSVLYSSNQKNYLAW YQQKPGQSPKLLIY 
WASTRESG VPDRFSGSGSGTDFTLTISSVQAEDLAVYYC HQYLSSYT FGGGTKLEI 
K 





12-9VH-Hu (humanized variable heavy sequence DN A SEQ ID NO:19 
humanized 12-9) 

CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGAAGCCCTCACAGACCC 
TGTCCATCACATGCACCATCTCTGGGTTCTCATTATCCAGATATAGTGTACACTG 
GGTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAATGATATGGGGT 
G GTG G AAAC ACAG ACTATAATTCAGCTCTCAAATCCAG ACTG AGC ATC AG C AAA 
GACAACTCCAAGAACCAAGTTTTCTTAAAAATGAACAGTCTGACCGCCGCTGAC 



-4- 



marked specification paragraphs 



ACAGCCGTGTATTACTGTGCCAGAAAAGGGGAATTCTACTATGGTTACGACGGG 
TTTGTTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTTCC 




in iiwii I 



12-9VH-Hu (humanized variable heavy sequenc e AMINO ACID SEQ ID NO:20 
humanized 12-9) 

QVQLKESGPGLVKPSQTLSITCTISGFSLS RYSVHW VRQPPGKGLEWLG MIWGGG 

NTDYNSALKS RLSISKDNSKNQVFLKMNSLTAADTAVYYCA RKGEFYYGYDGFVY 

WGQGTLVTVSS 




Page 50, line 26 - page 51, line 4. 

Accordingly, in accordance with the present invention, antibodies which will 
bind to ClfA can be prepared using variable light or heavy chains which have the 
same key CDR regions as indicated in the consensus of Figure 8. In particular, 
these antibodies will include those which have a variable heavy chain wherein the 
CDR1 region includes the sequence RYSVH, and/or a CDR2 region that includes the 
sequence SEQ ID NO:26 MIWGGGNTDYNSALKS. and a variable light chain that has 
a CDR1 region that includes the sequence SEQ ID NO:27 KSSQSVLYSSNQKNYLA, a 
CDR2 region that includes the sequence SEQ ID NO:28 W ASTRES. and/or a CDR3 
region that includes the sequence SEQ ID NO: 29 HQYLSSYT. 



-5- 



marked specification paragraphs 



